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Scope of the opinion
» New opportunities linked to WGS (serotyping pathogens, genotypic characterization antimicrobial resistance genes, outbreak investigation, data exchange,..)

» Concerns regarding the implementation of Whole Genome Sequencing (WGS)
» Main focus: Salmonella, Listeria monocytogenes and Shiga Toxin-producing E. coli (STEC)

» Applied to the Belgian context

Recommendations

Switch to WGS in the (near) future U WGS method

» As older typing methods are fading out at the international level e | Follow-up of the process of standardization and validation

» Multiple usage WGS data (typing, AMR monitoring, outbreak investigation, There is no single "optimal” method and pipeline for WGS

retrospective analysis, ...)

Data interpretation

A transition period is possible to invest in infrastructure, acquire technical
> Interpretation by a multidisciplinary team
expertise, set up a standardized and validated flow and gain experience

» Combine WGS data with meta (epidemiological) data

Communication

Data sharing

Be vigilant of the correct interpretation and communication on the
» One Health approach (Compare different isolates - human, food,
responsibilities of the different actors in case of an outbreak
animal and environment)
Zero risk in relation to bacterial food safety does not exist

» At national, European and international level
Industry -> Agreements to be made (data ownership, minimal meta data,

» Training and education : opportunities and consequences of WGS centralization of the data, ..)
» Persistent microorganisms in the food processing environment » New infrastructure needed at Belgian level and/or at European level
- > Investigate presence + follow up cleaning and disinfection process -> joint database for human and agro-food strains or two databases

» Other typing methods may still be valuable + possible selective WGS that can communicate
analyses -> EFSA pipeline communicating with ECDC pipeline (human clinical

strains) is available

Uncertainties
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. Challenges related to interpretation: link to epidemiological data is essential (Scicom 2020/08: sef-tasking mandate]
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